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Figure S1 Functional annotation of differentially expressed proteins identified 

between Dorset and Han BB groups, according to their cellular component. 

 

Figure S2 Functional annotation of differentially expressed proteins identified 

between Dorset and Han BB groups, according to their molecular function. 

 

Figure S3 Functional annotation of differentially expressed proteins identified 

between Dorset and Han BB groups, according to their biological process. 

 

Figure S4 Functional annotation of differentially expressed proteins identified 

between Dorset and Han ++ groups, according to their cellular component. 

 

Figure S5 Functional annotation of differentially expressed proteins identified 

between Dorset and Han ++ groups, according to their molecular function. 

 

Figure S6 Functional annotation of differentially expressed proteins identified 

between Dorset and Han ++ groups, according to their biological process. 
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Figure S7 Functional annotation of differentially expressed proteins identified 

between Han BB and Han ++ groups, according to their cellular component. 

 

Figure S8 Functional annotation of differentially expressed proteins identified 

between Han BB and Han ++ groups, according to their molecular function. 

 

Figure S9 Functional annotation of differentially expressed proteins identified 

between Han BB and Han ++ groups, according to their biological process. 

 

Table S1 List of significant differentially expressed proteins identified by iTRAQ 

analysis 

 

Table S2 All identified proteins annotated based on gene oncology.  

 

Table S3 COG functional classification of all identified proteins. 

 

Table S4 Differentially expressed proteins between Han BB group and Dorset group. 

 

Table S5 Differentially expressed proteins between Han ++ group and Dorset group. 

 

Table S6 Differentially expressed proteins between Han BB group and Han ++ group. 

 

 

 

 

 

 

 

 

 



Figure S1 
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Figure S9 

 

 

 


